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13 
PRT 

ARTIFICIAL SEQUENCE 



SYNTHETIC PEPTIDE, RESIDUES 1, 3, 5, 7, 9, 11, AND 13 MAY BE A MA 
XIMUM OF 10, 5, 10, 10, 4, 15, AND 10 AMINO ACIDS, RESPECTIVELY, 
AND SOME OF THESE AMINO ACIDS MAY BE MISSING. 



MIS C_F E ATURE 
(1) . . (1) 

X IS ANY ONE AMINO ACID 



MIS C_FE ATURE 
(3) . . (3) 

X IS ANY ONE AMINO ACID 



MIS C_F E ATURE 
(5) . . (5) 

X IS ANY ONE AMINO ACID 



MIS C_F E ATURE 
(7) . . (7) 

X IS ANY ONE AMINO ACID 



1 



<220> 

<2 21> MIS C_FEATURE 

<222> (9) . . (9) 

<22 3> X IS ANY ONE AMINO ACID 



<220> 

<221> MIS C_FE ATURE 

<222> (11) . . (11) 

<223> X IS ANY ONE AMINO ACID 



<220> 

<221> MIS C_FEATURE 

<222> (13) . . (13) 

<223> X IS ANY ONE AMINO ACID 



<400> 



Xaa Cys Xaa Cys Xaa Cys Xaa Cys Xaa Cys Xaa Cys Xaa 
15 10 



<210> 2 

<211> 7 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<22 3> SYNTHETIC PEPTIDE 
<220> 

<221> MIS C_F E ATURE 

<222> (1) . . (1) 

<22 3> X is an amino acid chosen from alanine, serine, glycine and threo 
nine 



<220> 

<221> MI SC_FE ATURE 

<222> (2) . . (2) 

<223> X is proline 



<220> 

<2 21> MIS C_FE ATURE 

<222> (6) . . (6) 

<223> X is proline 



<220> 

<221> MIS C_FE ATURE 

<222> (7) . . (7) 

<223> X is proline 



2 



V 



<220> 

<221> MIS C_F E ATURE 
<222> (3) . . (3) 

<223> X is an amino acid chosen from phenylalanine, tryptophan and tyro 
sine 



<220> 

<221> MIS C_FEATURE 

<222> (4) . . (4) 

<223> X is an amino acid chosen from aspartic acid or glutamic acid 



<220> 

<221> MISC_FEATURE 
<222> (5) . . (5) 

<22 3> X is an amino acid chosen from valine, leucine, isoleucine and me 
thionine 



<400> 2 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 



<210> 3 

<211> 4 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 
<220> 

<221> MI SC_FEATURE 

<222> (2) . . (2) 

<223> X is an amino acid chosen from alanine, serine, glycine and threo 
nine 



<220> 

<221> MIS C_FE ATURE 
<222> (4) . . (4) 

<223> X is an amino acid chosen from alanine, serine, glycine, threonin 
e, aspartic acid and glutamic acid 



<220> 

<221> MIS C_F E ATURE 
<222> (3) . . (3) 

<223> X is an amino acid chosen from alanine, serine, glycine, threonin 
e and a basic residue 



3 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> X is an amino acid chosen from alanine, serine, glycine, threonin 
e and a basic residue 



<400> 



Xaa Xaa Xaa Xaa 
1 



<210> 4 

<211> 9 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 
<220> 

<221> MIS C_FE ATURE 

<222> (1) . . (1) 

<223> X is an amino acid chosen from valine, leucine, isoleucine and me 
thionine 



<220> 

<221> MISC_FEATURE 
<222> (3) . . (3) 

<223> X is an amino acid chosen from valine, leucine, isoleucine and me 
thionine 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> X is proline 



<220> 

<221> MIS C_FE ATURE 
<222> (4) . . (4) 

<223> X is an amino acid chosen from alanine, serine, glycine and threo 
nine 



<220> 

<221> MIS C_F E ATURE 
<222> (8) . . (8) 

<223> X is an amino acid chosen from alanine, serine, glycine and threo 
nine 



<220> 

<221> MISC FEATURE 



4 



<222> 
<223> 



(6).. (6) 

X is an amino acid chosen from valine, leucine, isoleucine, methi 
onine, phenylalanine, tryptophan and tyrosine 



<220> 

<221> MISC_FEATURE 
<222> (9) . . (9) 

<223> X is an amino acid chosen from phenylalanine, tryptophan and tyro 
sine 



<220> 

<221> MISC_FEATURE 
<222> (5) . . (5) 

<223> X is an amino acid chosen from valine, leucine, isoleucine and me 
thionine 



<220> 

<2 21> MIS C_FE ATURE 
<222> (7) . . (7) 

<223> X is an amino acid chosen from valine, leucine, isoleucine and me 
thionine 



<400> 4 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 



<210> 5 

<211> 5 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 
<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> X is a basic amino acid or an amino acid chosen from valine, leuc 
ine, isoleucine and methionine 



<220> 

<221> MISC_FEATURE 

<222> (2) . . (2) 

<223> X is asparagine or glutamine or a basic amino acid 



<220> 

<221> MIS C_FE ATURE 

<222> (3) . . (3) 

<223> X is proline 



<220> 

<221> MIS C_F E ATUR E 
<222> (4) . . (4) 

<223> X is an amino acid chosen from alanine, serine, glycine and threo 
nine 



<220> 

<2 21> MI SC_FE ATTIRE 
<222> (5) . . (5) 

<223> X is an amino acid chosen from alanine, serine, glycine and threo 
nine 



<400> 5 

Xaa Xaa Xaa Xaa Xaa 



<210> 6 
<211> 37 
<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 
<400> 6 

Ala Ser Cys Asn Gly Val Cys Ser Pro Phe Glu Met Pro Pro Cys Gly 
15 10 15 



Thr Ser Ala Cys Arg Cys lie Pro Val Gly Leu Val lie Gly Tyr Cys 
20 25 30 



Arg Asn Pro Ser Gly 
35 



<210> 7 
<211> 37 
<212> PRT 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> SYNTHETIC PEPTIDE 
<400> 7 

Ala Ser Cys Asn Gly Val Cys Ser Pro Phe Glu Met Pro Pro Cys Gly 
15 10 15 



6 



Thr Ser Ala Cys Arg Cys lie Pro Val Gly Leu Val Val Gly Tyr Cys 
20 25 30 



Arg Asn Pro Ser Gly 
35 



<210> 8 

<211> 37 

<212> PRT 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> SYNTHETIC PEPTIDE 
<400> 8 



Ala Asp Cys Asn Gly Ala Cys Ser Pro Phe Glu Val Pro Pro Cys Arg 
15 10 15 



Ser Arg Asp Cys Arg Cys Val Pro lie Gly Leu Phe Val Gly Phe Cys 
20 25 30 



lie His Pro Thr Gly 
35 



7 



